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Relationships between Leu72Met polymorphism of preproghrelin gene and type

2 diabetes mellitus in Han ethnics of Guangzhou
CUI Bing—quan et ol

(Department of Biochemistry and Molecular Biology , Guangdong Pharmaceutical University )

[ Abstract JObjective: To investigate the relationships between Leu72Met polymorphism of preproghrelin gene and type 2 diabetes mellitus
(T2DM) in Han ethnics of Guangzhou. Methods: We conducted a case—control study using 95 non-T2DM healthy individuals as controls
(the control group) and 102 individuals diagnosed with T2DM as patients (the T2DM group) from populations of Han ethnics in
Guangzhou, in order to detect genotypes of Leu72Met polymorphism of preproghrelin gene within each group, and to compare the differ—
ences of genotypic and allelic frequencies between the two groups. Various molecular biology techniques were employed in the study in—
cluding target gene segments amplification using the polymerase chain reaction (PCR). After amplification, digestions of PCR products
were carried out using restriction enzyme BseN | and fragments obtained were detected using Native—PAGE in conjunction with a highly
sensitive silver stain method. Results : In the healthy control group, the genotypes CC and AC were detected in 68 and 27 individuals, re—
spectively, while no genotype AA was detected in this group. Their corresponding genotypic frequencies were 0.716,0.284,and 0, re—
spectively. In the T2DM group, the genotypes CC,AC,and AA were detected in 71,25,and 6 cases,respectively. Their corresponding
genotypic frequencies were 0.696,0.245,and 0.059,respectively. Allele frequencies detected were in equilibrium with the Hardy-Wein-
berg equation. However, there were no significant differences between the control group and the T2DM group in terms of genotypic and al-
lelic frequencies. Conclusion:There are no significant relationships between Leu72Met polymorphism of preproghrelin gene and T2DM in
Han ethnics of Guangzhou. However, genotype AA was detected in the T2DM group but not in control, which suggested that allele A may
play certain roles in T2DM development. Further investigations certainly would be worth pursuing.
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24 M A4 A B, PCR P=¥) A RE#E BseN 1 U1, HIL, CC 4B+
FEERAR, H PCR =PRI A2 74 110.260 bp 2 4575 ;
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(35518
2919 CACTTAGCAACCAGCTCTGTGACCTGGAGCAGCA 2952
2953 GCGCCATCTCTGGGCTTCAGTCTTCTCCCAGAGC 2986
2987 ACAAAGGACTCTGGGTCTGACCTCACTGTTTCTG 3020
3021 GAAGGACATGGGGGCTTAGAGTCCTAAACAGACT 3054
3055 GTTTCCCCCTTCCAGCAGAGAAAGGAGTCGAAGA 3088
3089 AGCCACCAGCCAAGCTGCAGCCCCGAGCTCTAGC 3122
3123 AGGCTGGCTCCGCCCGGAAGATGGAGGTCAAGCA 3156
3157 GAAGGGGCAGAGGATGAAMTGGAAGTCCGGGTCG 3190
3191 GTACCTCTGCAGTTTTATGCTTCTGTGGCAGCGA 3224

3225 GGAGGGTGGGGTCAGGGGAGAGGGAGGGCAGGGA 3258
3259 GAGGTGGCAGTGAACAGGGTCCCAACTACA 3288
3’TCACTTGTCCCAGGGTTGATGT 5° (FiFs 14)
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2.4 Preproghrelin & B Leu72Met 4% % 35 B & fo 5 45 & B3R
F oA EF M
1Bl KB LR T2DM 2 %t BR 40 22 (8] 3 3k R AU
ROFMESR , THE 18 x*=5.90< o0 5=5.99, Bl P>0.05, %
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[ Abstract JObjective:Analysis of complex congenital heart disease of children and the incidence of coronary abnormalities to explore the
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diagnostic value of coronary angiography. Methods:Angiocardio

graphy cardiac catheterization of 229 children in Heart Center of
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